DATE: July 16, 2023

NAME: Jaya Mathangi Satagopan

PRESENT TITLE: Professor and Associate Dean for Faculty Affairs
TELEPHONE NUMBER/E-MAIL ADDRESS: 732-235-6496 /

satagopj@sph.rutgers.edu CITIZENSHIP: USA

EDUCATION:

A. University of Madras
Madras, Tamil Nadu, India
BSc (Mathematics) May, 1988

B. Indian Statistical Institute
Kolkata (Calcutta), West Bengal, India
MStat (Statistics) May, 1990

C. University of Wisconsin
Madison, WI, USA
PhD (Statistics) July, 1995

D. University of Edinburgh
Edinburgh, UK
MSc (Science Communication and Public Engagement) August, 2019

ACADEMIC APPOINTMENTS:
Department of Biostatistics and Epidemiology
Rutgers University
Professor (with award of tenure)
9/2019 — present

Cancer Prevention and Control Program
Rutgers Cancer Institute of New Jersey
Full Member

9/2019 - present

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Member, Memorial Hospital

12/2017 — 8/2019

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Associate Member

5/2005 - 11/2017

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Assistant Member

11/1998 — 4/2005

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Clinical Assistant

9/1995 — 10/1998


mailto:satagopj@sph.rutgers.edu

ADMINISTRATIVE APPOINTMENTS:

Rutgers School of Public Health
Rutgers University

Associate Dean for Faculty Affairs
7/2021 — present

Rutgers School of Public Health

Rutgers University

Interim Associate Dean for Faculty Affairs
9/2020 — 6/2021

Center for South Asian Quantitative Health & Education
Rutgers School of Public Health

Director

9/2019 - present

HOSPITAL APPOINTMENTS:

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Attending Biostatistician

12/2017 — 8/2019

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Associate Attending Biostatistician

5/2005 - 11/2017

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Assistant Attending Biostatistician

11/1998 —4/2005

Department of Epidemiology and Biostatistics
Memorial Sloan Kettering Cancer Center
Assistant Biostatistician

9/1995 — 10/1998

OTHER EMPLOYMENT OR MAJOR VISITING APPOINTMENTS:

Department of Health Policy and Research

(formerly Department of Population Sciences)

Division of Biostatistics

Weill Cornell Medicine

Courtesy Appointment (Associate Professor of Public Health)
4/2009 — 8/2019

Department of Statistics
Purdue University

Visiting Assistant Professor
1/2001 — 5/2001

MEMBERSHIP, OFFICES AND COMMITTEE ASSIGNMENTS IN PROFESSIONAL
SOCIETIES:

American Statistical Association

Member

1993 — present

Royal Statistical Society



Member
1993 — present

International Genetic Epidemiology Society
Member
2010 — present

International Indian Statistical Association
Life Member
2014 — present

American Association for the Advancement of Science
Member
2015 — present

American Public Health Association
Member
2022 - present

American Statistical Association — Section on Teaching of Statistics in the Health Sciences
Program Chair-Elect 2019, Program Chair 2020, Past Program Chair 2021
Section Chair-Elect 2024, Section Chair 2025, Section Past-Chair 2026

American Statistical Association — Section on Statistics in Epidemiology
Secretary and Treasurer

Member, Nathan Mantel Lifetime Achievement Award Committee
Member, Young Investigator Awards Committee

2009 — 2012

International Genetic Epidemiology Society
Member, Education Committee

2013 - 2015

Member, Program Committee

2015 — 2018 (Chair, Program Committee — 2017)

American Association for Cancer Research
Member, Program Committee for 2016 Conference
2015 -2016

HONORS AND AWARDS:
Higher Education Resource Services (HERS) Fellow
Bridgewater University Campus, Bridgewater, MA
Nominator and Sponsor: Rutgers Biomedical and Health Sciences, Rutgers University
2023

Excellence in Teaching Award
New Jersey Health Foundation
2021

Alpha Eta Chapter of the Delta Omega Honour Society
Rutgers School of Public Health
2021

Academic Leadership Program Fellow
Rutgers Biomedical and Health Sciences, Rutgers University
2021

OASIS Leadership & Professional Development Program Fellow
Rutgers University
2020



Fellow Member
International Genetic Epidemiology Society
2019

Fellow
American Statistical Association
2015

BOARD OF DIRECTORS/TRUSTEES POSITIONS:
International Indian Statistical Association
Member, Board of Trustees
2021 —2023

International Genetic Epidemiology Society
Member, Board of Directors
2019 — 2021

SERVICE ON NATIONAL GRANT REVIEW PANELS, STUDY SECTIONS, COMMITTEES:
National Institutes of Health
Analytics and Statistics for Population Research Panel A (ASPA) Study Section
(formerly: Biostatistics Methods and Research Design (BMRD) Study Section)
Standing Member: July 2021 — present

National Institutes of Health
Biostatistics Methods and Research Design (BMRD) Study Section — Special Emphasis Panel
Ad-Hoc Member and Chair: April 2021

National Institutes of Health
Information Technology in Cancer Research (ITCR) Special Emphasis Panel
Ad Hoc Member: March 2021

National Institute of Environmental Health Sciences / National Institutes of Health
Board of Scientific Counsellors Review

Biostatistics and Computational Biology Branch, Division of Intramural Research
Ad-Hoc Member: March 2021

National Institutes of Health
Biostatistics Methods and Research Design (BMRD) Study Section
Ad Hoc Member: October 2020

National Institutes of Health
Fellowship Study Section (F30/F31 applications) — Population Sciences and Epidemiology
Ad Hoc Member and Co-Chair: July 2020

National Institutes of Health
Cancer Informatics Technology Study Section
Ad Hoc Member: April, 2020

National Institutes of Health
Clinical Management of Patients in Community-Based Settings (CMPC) Study Section
Ad Hoc Member: February, 2020

National Institutes of Health
Special Emphasis Panel — Kidney Diseases
Ad Hoc Member: 2018

National Institutes of Health
Special Emphasis Panel — F30 and F31 Training Awards
Ad Hoc Member: 2018



National Institutes of Health
Special Emphasis Panel — Precision Medicine Cohort Coordinating Center
Ad Hoc Member: 2016

National Institutes of Health
Epidemiology of Cancer Study Section
Ad Hoc Member: 2004 - 2010
Chartered Member: 2010 — 2014

National Institutes of Health
Special Emphasis Panel — Epidemiology and Genetics of Cancer
Ad Hoc Member: 2008

National Institutes of Health
Biostatistics Methods and Research Design Study Section
Ad Hoc Member: 2007

National Institutes of Health

Special Emphasis Panel — Continued Development and Maintenance of Computational
Biology Software

Ad Hoc Member: 2007

National Institutes of Health

Special Emphasis Panel — Breast Cancer Family Registry
Ad Hoc Member: 2006

Ad Hoc Member — Interim Review Panel: 2009

Cancer Research UK
Reviewer, Epidemiology Grants: 2006

SERVICE ON MAJOR COMMITTEES:

A. International:
Genome-wide Association Study of Mental Disorders Consoritum
National Institute of Mental Health, NIH, USA; Central Institute of Mental Health,
Mannheim, Germany; University of Bonn, Germany (PI: Thomas Wienke)
Statistical Advisor: 2006 — 2007

B. National:
National Science Foundation — Polyploid Consortium: Functional Genomics of Plant
Polyploids. University of California — Davis (PI: Comai), Cold Spring Harbor Laboratory,
University of Texas — Austin, Purdue University, University of Missouri — Columbia
Member, Scientific Advisory Committee: 2006 — 2009

C. Medical School/University: Rutgers University Committees:
Chair, Rutgers School of Public Health Internal Grant Review Program, December 2021 —
present

Cancer Prevention and Control Research Program Liaison, Community Outreach and
Engagement, Rutgers Cancer Institute of New Jersey, September 2020 — present

Member, Catchment Area and Disparities Research Advisory Committee, Rutgers Cancer
Institute of New Jersey, December 2019 — present

Member, Faculty Search Committee, Cancer Prevention and Control Program, Rutgers Cancer
Institute of New Jersey, July 2021 — present

Member, Masters in Public Health (MPH) Admissions Committee, Rutgers School of Public
Health, January 2020 — present

Member, Scientific Review Board (SRB), Rutgers Cancer Institute of New Jersey, September
2020 — present



Member, RBHS Distinguished Educator Award Committee, Rutgers University, September
2021 (Abbreviation: RBHS = Rutgers Biomedical and Health Sciences College)

Member, Faculty Search Committee, Department of Urban Global Public Health, Rutgers
School of Public Health, May 2021 — June 2021

Member, Faculty Search Committee, Department of Health Behaviour, Society and Policy,
Rutgers School of Public Health, May 2021 — December 2021

Member, Research and Doctoral Studies Committee, Rutgers School of Public Health, 2020 —
2022

Member, Covid Surveillance and Modelling Group, Rutgers Biomedical and Health Sciences,
September — December, 2020

Member, RBHS Anti-Racism Task Force, Rutgers Biomedical and Health Sciences, October
July 2020 — June 2022

Member, Search Committee for Director of Biostatistics Shared Resource, Rutgers Cancer
Institute of New Jersey, December 2019 — May 2021

Member, Search Committee for Assistant Director for New Jersey Center on Gun Violence
Research, Rutgers School of Public Health, February — March 2020

Faculty Group Leader, Inter Professional Experience Event, Rutgers School of Public Health,
October 2020 and October 2022.

D. Hospital:
Member, Clinical Protocol Scientific Review Committee (Research Council), Memorial Sloan
Kettering Cancer Center, 5/2014 — 11/2016

E. Department:
Member, Mentoring Committee for Dr. Nur Zeinomar, Cancer Prevention and Control
Program, Rutgers Cancer Institute of New Jersey, April 2021 - present

Member, Mentoring Committee for Dr. Bonnie Qin, Cancer Prevention and Control Program,
Rutgers Cancer Institute of New Jersey, June 2020 - present

Member, Mentoring Committee for Dr. Stephanie Shiau, Department of Biostatistics and
Epidemiology, Rutgers School of Public Health, January 2020 — August 2020

Member, Mentoring Committee for Dr. Vivan Li, Department of Biostatistics and
Epidemiology, Rutgers School of Public Health, March 2020 — August 2020

Member, Mentoring Committee for Dr. Adana Llanos Wilson, Department of Biostatistics and
Epidemiology, Rutgers School of Public Health, December 2019 — August 2020

F. Editorial Boards:
Genetic Epidemiology, 2011 — present
Sankhya — Series B, 2011 — 2015

G. Ad Hoc reviewer (1995 — present):
American Journal of Epidemiology, American Journal of Human Genetics, American Journal
of Preventive Medicine, Annals of Human Genetics, Bioinformatics, Biometrics, Biostatistics,
BMC Genetics, Cancer Epidemiology Biomarkers and Prevention, Frontiers in Genetics,
Genetics, Genetic Epidemiology, Genetique Selection & Evolution, Human Heredity, Journal
of Agricultural Biological and Environmental Statistics, Journal of Clinical Epidemiology,
Journal of Clinical Oncology, Journal of the American Medical Association, New England
Journal of Medicine, Statistics in Medicine, Statistical Applications in Genetics and Molecular
Biology, Statistics in Medicine, eLife — Reproducibility Project: Cancer Biology



SERVICE ON GRADUATE SCHOOL COMMITTEES:

(See Section C above)

SERVICE TO THE COMMUNITY:

Organizer and Chair, Invited Session

“Recent Advances in Statistical Methods and their Applications”
International Conference on Statistics for the Twenty-First Century,
University of Kerala, Trivandrum, India,

December 2022

Organizer and Chair, Invited Session

“Quantitative Applications in Public Health”

International Conference on Statistics for the Twenty-First Century,
University of Kerala, Trivandrum, India,

December 2022

Organizer and Chair, Invited Session “Clinical Trial Design”
International Conference on Statistics for the Twenty-First Century,
University of Kerala, Trivandrum, India,

December 2021

Organizer and Chair, Invited Session “Quantitative Approaches in Public Health”
International Conference on Statistics for the Twenty-First Century,

University of Kerala, Trivandrum, India,

December 2021

Organizer and Chair, Invited Session

“Current innovations in statistical methods and their applications”,
Webinar on Recent Trends in Statistical Theory and Applications-2021,
University of Kerala, Trivandrum, India,

June 2021.

Organizer and Chair, Invited Session “Quantitative approaches in health sciences”,
International Conference on Statistics for the Twenty-First Century,

University of Kerala, Trivandrum, India,

December 2020.

Organizer & Chair, Invited Session “Innovations in statistical theory and applications”,
Fourth National Seminar on Recent Trends in Statistical Theory and Applications-2020,
University of Kerala, Trivandrum, India,

June 2020.

Co-Chair (with Dr. Jill Mesirov, UC San Diego), ASHG/IGES/ISCB Joint Symposium
“Working with Big Data in the cloud — Research and Privacy”, International Genetic
Epidemiology Society Annual Conference, San Diego, CA, October 2018

Organizer, Invited Session, “Bayesian variable selection and shrinkage in epidemiology
studies”, Joint Statistical Meetings, Vancouver, Canada, August 2018

Organizer and Chair, Invited Session,
“Building a computing age statistics curriculum for biomedical

scientists”, Joint Statistical Meetings, Vancouver, Canada, August 2018

Chair, Contributed Session, “Data science applications in epidemiology”, Joint Statistical
Meetings, Baltimore, MD, August 2017

Chair, Invited Session, “New developments on meta-analysis with applications in medical
research”, Joint Statistical Meetings, Boston, MA, August 2014

Co-Organizer (with Dr. Li-Xuan Qin, Memorial Sloan Kettering Cancer Center), Invited



Session, “Statistical as an interface between tumor biology and molecular epidemiology”,
Joint Statistical Meetings, Montreal, Canada, August 2013

Co-Organizer (with Professor Rebecca Doerge, Purdue University), Invited Session,
“Epigenomics”, Joint Statistical Meetings, Washington D.C., August 2009

Organizer and Chair, Invited Session, “Impact of high-dimensional data on molecular
epidemiology”, Joint Statistical Meetings, Washington D.C., August 2009

Co-Organizer (with Professor Samiran Sinha, Texas A&M University) and Chair, Invited
Session, “Current issues in molecular epidemiology: heterogeneity and high-dimensionality”,
Joint Statistical Meetings, Denver, CO, August 2008

Co-Organizer (with Professor Mousumi Banerjee, University of Michigan) and Chair, Topic
Contributed Session “Competing risk events in cancer epidemiology”, Joint Statistical
Meetings, Seattle, WA, August 2006

Co-Organizer (with Professor Shili Lin, Ohio State University), Invited Session, “Statistical
issues in emerging areas of cancer research”, Joint Statistical Meetings, Seattle, WA, August
2006

Organizer and Chair, Invited Session, “Sampling issues in risk factor studies”, Joint Statistical
Meetings, Minneapolis, MN, August 2005

Organizer and Chair, Topic Contributed Session “Statistical methods in molecular
epidemiology”, Joint Statistical Meetings, Toronto, Canada, August 2004

SPONSORSHIP (Primary Mentorship) OF CANDIDATES FOR POSTGRADUATE DEGREE:
Tina Dharamdasani, Epidemiology PhD Student, Rutgers School of Public Health
September 2020 — present
Thesis topic: Breast cancer among South Asian Americans

TEACHING RESPONSIBILITIES:
A. Lectures or Course Directorship

Teaching at Rutgers University

School: Rutgers School of Public Health

Course Name: Introduction to Biostatistics (PHCO 0504)

Role: Course Instructor

Hours: One lecture for 2 hours per week, 15 weeks per semester
January 2020 — present

Other teaching:

School: Memorial Sloan Kettering Cancer Center

Course Name: Statistics for laboratory researchers

Hours: 8 lecture per year, 90 minutes per lecture, 2017 - 2019

Co-Directed and co-taught with another colleague

Secured NIH R25 grant as MPI to develop curriculum (R25CA244071, 2019-2022).

School: Memorial Sloan Kettering Cancer Center

Course Name: Quantitative Sciences Undergraduate Summer Research Experience (QSURE)
Hours: 10 weeks per summer, 2018-2019

Established and co-directed this summer program

Secured NIH R25 grant as MPI to sustain the program (R25CA214255, 2018-2023; contact PI
during 2018 and 2019 prior to joining Rutgers)

School: Weill Cornell Medicine
Lecture Name: Introductory Bayesian Statistics
Hours: 1 lecture per year, 3 hours, 2003 — 2014



School: Purdue University
Course Name: Statistical methods for biology
Hours: 2 hours per week, 1/2001 — 5/2001

School: The Jackson Laboratory

Lecture Name: Experimental Design (part of short course listed below)

Course Name: Short course in mathematics in the analysis of complex traits (Course Director:
Dr. Gary Churchill)

Hours: 2 hours per year, 1999 — 2007

B. Research Training (other than Primary Mentorship):

POSTGRADUATE DEGREE

Wenxuan Xiong, Biostatistics PhD Student, Rutgers School of Public Health
September 2021 — June 2022

Role: Project mentor

Project title: Effects of socioeconomic factors on cancer survival

Primary mentor: Jason Roy, Rutgers School of Public Health

Jie Li, Epidemiology PhD Student, Rutgers School of Public Health

January 2022 — present

Role: Member of doctoral committee

Primary mentor: Antoinette Stroup, Rutgers School of Public Health & NJ State
Cancer Registry

APE/CAPSTONE / RESEARCH PROJECT

Natalia Gontarczyk Uczkowski, MPH Health Policy Student, Rutgers School of
Public Health

March 2022 — present

Project topic: Breast cancer and microbiome — visualization methods for data
obtained from systematic review

Prachi Trivedi, MPH Epidemiology Student, Rutgers School of Public Health
January 2023 — present

Project topic: Data collection approaches for the South Asian breast cancer survivor
cohort study

Nilixa Raval, MPH Epidemiology Student, Rutgers School of Public Health
June 2022 — December 2022
Project topic: Breast cancer and microbiome — a systematic review

Marley Perlstein, MS Biostatistics Student, Rutgers School of Public Health

June 2022 — May 2023

Project topic: Gene-exposure interactions using polygenic risk scores — a multi-trait
analysis of cognitive function in brain cancer patients

Martha Rivera, MS Biostatistics Student, Rutgers School of Public Health

January 2022 — August 2022

Project topic: Factors associated with physical activity use — analysis of data from the
National Health Interview Survey

Sana Chawla, MS Health Outcomes, Policy and Economics Student, Rutgers School
of Public Health

January 2021 — December 2022

Project topic: Patient-level and county-level factors associated with oral cancer stage
— analysis of SEER data

Impact of capstone mentoring:

Winner, Rutgers School of Public Health Stanley S. Bergen Jr., MD, Medal of
Excellence, 2023.

Poster presenter, American Association for Cancer Research Annual
Conference, Orlando, FL, April 2023.



Oluwakanyinsola Olateru Olagbegi, MS Biostatistics Student, Rutgers School of
Public Health

September 2021 — May 2022

Project topic: Prenatal sex steroid hormone concentrations in relation o
neurodevelopment at age 12 months of age (joint with Dr. Emily Barrett)

Last Known Position: Biostatistician, Gene Therapy Program, University of
Pennsylvania

James Keegan, MS Biostatistics Student, Rutgers School of Public Health
January 2022 — May 2022

Project topic: Predictive performance of Mammaprint genes in relation to overall
survival in METABRIC samples

Last Known Position: Associate Biostatistician, ClinChoice Inc., PA

Rimsha Khan, MS Biostatistics Student, Rutgers School of Public Health
September 2021 — May 2022

Project topic: Diversity in early phase breast oncology trials

Last Known Position: Co-op Intern, Established Products, Janssen R&D, LLC, NJ

Jeet Bhavsar, MS Biostatistics Student, Rutgers School of Public Health
June 2021 — May 2022

Project topic: Gene-exposure interactions for etiology of nevi in children
Last Known Position: Data Scientist, The Feinstein Institutes, NY

Benny Tran, MS Biostatistics Student, Rutgers School of Public Health

June 2021 — December 2021

Project topic: Predicting breast cancer survival using clinical variables and Oncotype
DX genomic score in METABRIC samples

Last Known Position: Epidemiologist, NJ State Department of Health, Cape May, NJ

Geetanjali Meka, MPH Epidemiology Student, Rutgers School of Public Health
January 2021 — present

Project topic: Disparity in median survival and follow-up times for multiple cancers
Last Known Position: Data Analyst, Abbott, San Francisco, CA

Radha Madhavi Ryali, MS, Rutgers School of Public Health

January 2021 — present

Project topic: Variation in lung cancer survival measures across US counties
Last Known Position: Senior Manager, Real World Evidence, Data Science,
Department of Clinical Development and Outcomes Research, Novo Nordisk,
Princeton, NJ.

Grace Kuo, MPH Student, Rutgers School of Public Health

June — December 2020

Project topic: Characteristics of HPV-associated cancers in South Asian Americans
Last Known Position: Clinical Scientist, Merck Inc., New York

Yuexi Liang, MPH Student, Rutgers School of Public Health

June 2020 — May 2021

Project topic: Visualization and exploratory analysis of Covid-19 data from India.
Last Known Position: Graduate student, Quantitative Biomedical Sciences,
Dartmouth Giesel School of Medicine.

UNDERGRADUATE STUDENT

Lydia Lo, School of Engineering, Rutgers University

August 2020 — June 2021

Project topic: Factors associated with surgical treatment of breast cancer in South
Asian versus non-Hispanic White women.

Current Position: Operations Industrial Engineer Trainee, US Postal Service,
Springfield, MA

10



SUMMER INTERNS:

Christina Wassel, MS Student

Department of Statistics, Purdue University, West Lafayette, IN

June — August 2001

Internship topic: Gene expression data analysis

Last known position: Associate Professor, Dept. of Pathology & Laboratory
Medicine, University of Vermont, Colchester, VT

Yvonne Owusu Sarpong, High School Student

Thurgood Marshall High School, The Bronx, NY

June — August 2001

Internship topic: Introductory data analysis and the biology of Fanconi Anemia

Last known position: Research Coordinator, Dept of Cardiothoracic Surgery,
New York University Langone Cancer Center, New York, NY

Peter Majek, PhD Student

Tri-Institutional Program in Computational Biology

Cornell University, Ithaca, NY

June — August 2005

Internship topic: Array CGH analysis of prostate cancer cell lines

Last known position: Senior Bioinformatics Scientist, Ares Genetics, Austria

Derek Kenyenso, High School Student

York Preparatory School, New York, NY

June — August 2005

Internship topic: Exploratory analysis of gene expressions in recurrent and
nonrecurrent prostate cancer

Last known position: Associate, Business Intelligence Reporting and Analytics, JP
Morgan, New York, NY

Nyasha Chambwe, PhD Student

Tri-Institutional Program in Computational Biology

Cornell University, Ithaca, NY

June — July 2009

Internship topic: Poisson models for heterogeneity and excess zero counts —
Application to the study of nevi in children

Last known position: Assistant Professor, Institute for Molecular Medicine, Feinstein

Institutes for Medical Research, Northwell Health, New York, NY

Jeanne Li, High School Student

High School for Dual Language Asian Studies, New York, NY

June — August 2012

Internship topic: Transformation and linear regression — Application to the study of
nevi in children

Impact of mentoring:

Winner, New York Times Scholarship, 2014: https://tinyurl.com/2u9jnepd

Last known position: Statistician, Beckton Dickinson and Company, Franklin Lakes,

NJ

Ashley Haynes, Undergraduate Student

Hunter College, New York, NY

June — August 2013

Internship topic: Fundamental contributions of statistics to cancer prevention and
intervention: Gene-environment interactions

Last known position: Laboratory Assistant, Memorial Sloan Kettering Cancer Center

Bingrou Zhou, MS Student
Department of Statistics, Purdue University, West Lafayette, IN
June — August 2014
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Internship topic: Statistical methods for evaluating interactions incase-control studies
Last known position: Senior Machine Learning Scientist, Amazon Web Services
(AWS), Seattle, WA

Ashrita Raman, High School Student

West Windson — Plainsboro High School, Plainsboro, NJ

June — August 2015

Internship topic: Application of statistical methods to SONIC baseline data: Using K-
means clustering

Last known position: Software Engineering Analyst, BlackRock, New York, NY

Ariel Chernofsky, MS Student

Department of Biostatistics, Columbia University

June — August 2016 & June — August 2017

Internship topic: Model specification for over-dispersed count data

Last known position: Principal Biostatistician, Global Medical Affairs Biostatistics,
Novartis, Cambridge, MA

Seher Ali, Undergraduate Student

City College of New York, New York, NY

June — August 2017

Internship topic: Introductory survival analysis using digitally extracted data

Last known position: Undergraduate student, City College of New York,
New York, NY

Sara Larosiliere, Undergraduate Student

City College of New York, New York, NY

June — August 2018

Internship topic: The landscape of cancer in India

Notes: Co-mentored with Dr. Sujata Patil

Last known position: Medical student (class of 2025), Quinnipiac University,
Hamden, CT

Sarah Szvetecz, Undergraduate Student

James Madison University

June — August 2018

Internship topic: Exploring different link functions for hierarchical clustering and
their sensitivity to handling effects in microarray data

Notes: QSURE student Co-mentored with Dr. Li-Xuan Qin

Last known position: Research Scientist, Novartis Institute for Biomedical Research,

Boston, MA

Srinivas Sunil, Undergraduate Student

Duke University, Durham, NC

June — August 2018

Internship topic: Multiple comparison issues and p-value adjustment for genome-
wide studies: Applications in breast cancer genomics

Last known position: Quantitative Analyst, BlackRock, New York, NY

Juan Pablo Cayun Pellizaris, PhD Student

Faculty of Medicine, University of Chile, Santiago, Chile

November 2018 — February 2019

Internship topic: Statistical methods for evaluating predictive cancer biomarkers —
Application in melanoma and colorectal cancer

Last known position: Real World Evidence (RWE) Consultant, IQVIA, Santiago,

Chile

Yixuan (Sherry) Wu, Undergraduate Student
Georgetown University
June — August 2019
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Internship topic: Roles of BRCA 1/2 mutations in breast cancer outcomes
Current position: Graduate Student, Data Science program, Stanford University, Palo
Alto, CA

GRANT SUPPORT:
A. Principal Investigator

Active grant support as PI:

1.

Rutgers Cancer Institute of New Jersey Cancer Health Equity Center of Excellence.
Implementing and evaluating recruitment and data collection strategies for the Cancer
Analytics and South Asian Health — Breast Cancer (CANSAH-BC) Pilot Study. 1/2023 —
12/2023. $97,974

NJ Alliance for Clinical and Translational Science. Harnessing socio-cultural similarities
between diverse populations to evaluate the uptake of cancer screening in under-
represented groups. 3/2023 — 2/2024. $40,000.

Prior grant support as PI:

3.

10.

11.

12.

National Cancer Institute (RO1 CA197402; 40% effort; currently under no cost
extension), Study of exposure and biomarkers in cancer epidemiology, 4/2016 — 12/2022,
Year 1: $415,329, Year 2: $397,479, Years 3: $397,479, Year 4: $277,988.

National Cancer Institute (R25 CA244071, MPI; Contact PI: Dr. Sujata Patil, Cleveland
Clinic Foundation; 12% effort), Building a statistics education program for preclinical
cancer researchers, 9/2019 — 10/2022, Year 1: $114,475, Year 2: $114,475

NCATS. New Jersey Alliance for Clinical and Translational Science (UL1 TR003017;
0% effort. Support for graduate student). Statistical and computational methods for
evaluating variation in survival across US counties for multiple cancers — The CanSur
project. BERD Mini-Methods Grant. 9/2021 — 8/2022. $25,000.

Cancer Prevention and Control Program, Rutgers Cancer Institute of New Jersey (0%
effort; support for equipment). Pilot funds to obtain saliva kits for biospecimen collection
and to host survey on Redcap for the “Cancer Analytics and South Asian Health — Breast
Cancer (CASH-BC)” study. $3,000. June 2020.

National Cancer Institute (R25 CA214255; Contact PI; Co-PI: Dr. Elena Elkin, Memorial
Sloan Kettering Cancer Center; 10% effort during years 1 and 2), Quantitative sciences
undergraduate research experience, 12/2017 — 8/2019, $117,558 (per year for 5 years;
grant relinquished and offered as gift to Memorial Sloan Kettering Cancer Center upon
move to Rutgers University and appointed new PIs at Memorial Sloan Kettering Cancer
Center)

National Institutes of Health / Cornell CTSC (UL1 TR000457; Sub-Contract PI; 15%
effort), Research Design and Biostatistics, 6/2012 — 8/2019, $86,223

National Cancer Institute (R13 CA203409, Contact PI; Co-PI: Dr. Sanjay Shete, MD
Anderson Cancer Center; 0% effort — funds for supporting junior researchers and
symposium expenses), Symposium on statistical and computational methods for
pharmacogenetic epidemiology of cancer, 7/2016 — 6/2017, $20,000

National Cancer Institute (R13 CA168331, Contact PI; Co-PI: Dr. Sanjay Shete, MD
Anderson Cancer Center; 0% effort — funds for supporting junior researchers and
symposium expenses), Symposium on advances in statistical methods for cancer genetic
epidemiology, 7/2013 — 11/2013, $22,500

National Cancer Institute (RO1 CA137420; 40% effort), Study of exposures, behaviour
and biomarkers in cancer epidemiology, 1/2009 — 4/2014, $1,550,074

National Institutes of Health / Cornell CTSC (Pilot Grant; UL1 RR024996; Co-PI with
Dr. Kathy Zhou, Weill Cornell Medicine & Dr. Li-Xuan Qin, Memorial Sloan Kettering
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13.

Cancer Center; 10% effort), Statistical methods for improved assessment of molecular
signature, 1/2008 — 1/2009, $83,333

National Institutes of Health (RO1 GM060457; 40% effort), Two stage design for linkage
disequilibrium, 1/2000 — 12/2003, $413,406

B. Co-Investigator

1.

10.

11.

12.

13.

14.

15.

16.

National Institute of Child Health and Human Development (R21 HD104558, Co-
Investigator; PI: Stephanie Shiau; 2.5% effort), Leveraging NICHD DASH biospecimens
to isolate the effects of HIV infection and HIV exposure on epigenetic profiles in infants,
9/2020 — 8/2022, $154,500 per year.

National Cancer Institute (ROl CA215136; PI: Blasberg; 5% effort), Imaging tumor and
T cell responses to metabolic and immune modulation therapy, 6/2017 — 8/2019,
$412,611

National Cancer Institute (ROl CA204924; PI: Blasberg/Ponomarev; 5% effort), Imaging
immune modulation in chimeric antigen receptor (CAR) T cell therapy, 7/2016 — 8/2019,
$383,492

Department of Defense (CDMRP W81 XWH-17-1-0526; PI: Blasberg; 5% effort), Iron
chelation enhances TAM and triple negative breast cancer cell death, 9/22017 — 8/2019,
$147,197

Department of Defense (CDMRP W81XWH-15-1-0245; PI: Mao; 5% effort),
Comparative effectiveness of acupuncture for chronic pain and comorbid conditions in
veterans, 9/2014 — 8/2019, $516,634

National Cancer Institute (P30 CA008748; PI: Thompson; 5% effort), Cancer Center
Support Grant, 1/2014 — 8/2019, $975,917

National Cancer Institute (RO1 CA172846; PI: Blasberg & Koutcher; 5% effort), Imaging
and targeting metastatic-prone breast cancer, 3/2013 — 8/2019, $327,040

National Cancer Institute (RO1 CA158423; PI: Mao; 5% effort), Estrogen deprivation and
aromatase inhibitor associated arthralgia, 4/2016 — 4/2017, $209,158

National Cancer Institute (RO1 CA151947; PI: Qin; 5% effort), Statistical methods for
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newspaper in New Jersey). Published in print form during October 2022 (Q3). Online upload
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ancient-egyptians-knew-and-understood-it/

PRESENTATIONS:
A. Scientific
Invited Scientific Presentations: (titles provided for presentations given since 2002)

1.

“Statistical and computational investigations in breast cancer — personal musings with two
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“Statistical and computational investigations in breast cancer — personal musings”. Research
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seminar (virtual), Department of Biostatistics, Vanderbilt University. April 2021

“Breast cancer among South Asian Americans — Data gaps in risk factors and follow-up”.
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November 2019

“Evaluation of interactions in clinical and molecular epidemiology studies”. Quantitative Life
Sciences Program, McGill University, Montreal, Canada. November 2019
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Hodgkin’s lymphoma”, Department of Epidemiology and Biostatistics, Case Western Reserve
University, OH. February 2015

“Bayesian Penalized Regression Methods for Matched Case-Control Data”, Joint Statistical
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Department of Health Care Management, Chung Gung Medical University, Taoyuan, Taiwan.
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“Two-stage genotyping”, Workshop on Whole-genome Association Studies, University of
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“Lifetime risk of ovarian cancer in Ashkenazi Jewish carriers of BRCA mutation”,
Department of Epidemiology, University of Texas M.D. Anderson Cancer Research Center,
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Department of Statistics, Purdue University, West Lafayette, IN, November, 2000
Laboratory of Statistical Genetics, The Rockefeller University, New York, NY, 2000.
Tri-Institutional Computational Biology Meeting, Cornell University, Ithaca, NY, 2000
Department of Epidemiology and Public Health, Yale University, New Haven, CT, 1999
Department of Preventive Medicine, New Jersey Medical School, Newark, NJ, 1999
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Department of Statistics, Bell Laboratories, Lucent Technologies, 1997

. Department of Statistics, Purdue University, West Lafayette, IN, 1997
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“Breast Cancer Among Asian Indian and Pakistani Women in the US: A SEER-Based Study”,
Joint Statistical Meetings, Virtual Conference (originally scheduled in Seattle, WA). August
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“The Landscape of Cancer Communication in India”, Joint Statistical Meetings, Virtual
Conference (originally scheduled in Philadelphia, PA). August 2020

“Determinants of Inter-Individual Variation in Nevus Counts Among Children”, Joint
Statistical Meetings, Denver, CO. August 2019

“Statistical interactions from a growth curve perspective”, Joint Statistical Meetings,
Vancouver, Canada. August 2018

“Quantifying Treatment Benefit in Molecular Subgroups to Assess a Predictive Biomarker”,
International Genetic Epidemiology Society Conference, Toronto, Canada. October 2016

“Empirical Bayes-Type Shrinkage Estimators for Evaluating Multiple Exposures in
Epidemiology Studies”, Joint Statistical Meetings, San Diego, CA. August 2012.

“Evaluation of removable statistical interaction in cancer epidemiology studies”, Joint
Statistical Meetings, Miami Beach, FL. August 2011

“Properties of Empirical Bayes Estimators for Evaluating Questionnaire Data in
Epidemiology Studies”, Joint Statistical Meetings, Vancouver, Canada. August 2010

“Evaluating routes of exposure in questionnaire studies”, Joint Statistical Meetings,
Washington D.C. August 2009

“Sampling issues in biomarker studies”, Joint Statistical Meetings, Denver, CO. August 2008
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